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Background 

Rodriguez et al, 2015 

Yatsunenko et al, 2012 
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WHO 

“Complementary feeding is defined as the process starting when breast milk 
alone is no longer sufficient to meet the nutritional requirements of infants, 
and therefore other foods and liquids are needed, along with breast milk. 
The transition from exclusive breastfeeding to family foods – referred to as 
complementary feeding – typically covers the period from 6 - 24 months 
of age…” 

In Denmark 

- Introduce first solids 4-6m of age 
(Kronborg et al, 2014 – BMC Pediatrics) 

- Capable of eating like the family 12m of age 
(Nutrition for infants and children, Danish Health Authorities, 2015) 
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Study populations 

• SKOT study: Dietary habits and well-being of young children 

 

– Overall objective: To investigate interactions between dietary habits, growth 
and markers of lifestyle-related diseases the first 3 years of life  

 

– SKOT I: 114 children of normal weight mothers 

 

– SKOT II: 113 children of obese mothers (BMI ≥ 30) 

 

 

 

• Laursen et al, 2016 – mSphere 

 

– Fecal samples 9 and 18m  16s rRNA amplicon seq 

 

– Dietary questionnaire 9m  Detailed composition of complementary diet 

 

 

 

Examined at 9, 18 and 36m 

- Background interview 

- Validated dietary 
questionnaire* 

- Anthropometric measurements 

- Blood samples 

- Fecal samples 

- Urine samples  

*Gondolf et al, 2012 - EJCN 
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Aim 

 

• To elucidate the impact of (i) maternal obesity and (ii) complementary diet on 
infant gut microbiota development 

 

Laursen et al, 2016 - mSphere 
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Laursen et al, 2016 - mSphere 

Gut microbial beta and alpha diversity is independent 
of maternal obesity but change over time 
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Laursen et al, 2016 - mSphere 

Gut microbiota composition is independent of 
maternal obesity but changes over time 
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A 

B 

Macronutrient intake correlate with gut microbes 
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Laursen et al, 2016 - mSphere 

Complementary diet 
divided into 23 food 
groups 
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PCA of complementary diet  Food patterns* 

*Andersen et al, 2015 - EJCN  
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Lachnospiraceae
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Transition to family foods affect gut microbial 
composition 

Laursen et al, 2016 - mSphere 

SKOT I

SKOT II
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Transition to family foods increase gut microbial 
diversity 

SKOT I

SKOT II
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Conclusions 

 

• Maternal obesity per se does not impact gut microbial changes during 
late infancy and early childhood 

 

• Transition from early infant feeding to family foods is a major 
determinant for gut microbiota development 

 

• Fiber and protein intake is associated with increased microbial diversity 

 

 

 

Yatsunenko et al, 2012 
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